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Fig. 5. Cohesin-SMC1“E forms shorter loops in cells. (A) Intra-chromosomal Hi-C contact frequency distribution
plotted as a function of genomic distance in cells optionally treated with auxin, dTAG and doxycycline to degrade
endogenous SMC1, degrade endogenous WAPL, and induce expression of wild type SMC1 or SMC14E,
respectively. (B) Balanced (Knight-Ruiz) normalized Hi-C contact matrices of chromosome 1 (84 - 96 Mb) from
cells as described in (A). (C) Aggregated Hi-C peak analysis from cells as described in (A). Short: chromatin loops
>100 kb at coordinates identified in SCC1-GFP HeLa cells. Long: chromatin loops > 500 kb at coordinates
identified in auxin-treated WAPL-AID HeLa cells. (D) Average insulation score around TAD boundaries in cells as
described in (A). (E) Representative live cell images of SCC1-HaloTMR in cells optionally treated with auxin,
dTAG and doxycycline as described in (A). DNA was stained with Hoechst. Scale bars, 5 pm. (F) Quantification of
vermicelli by measuring the coefficient variation of SCC1-HaloTMR fluorescence intensity (red bar denotes mean;
data points are from individual cells obtained from three independent experiments).
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